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WHAT IS CLAIMED IS: 

1 . An RNA^comprising a joined sequence of at least sixty-two but not more than seventy 
nucleotides and having secondary structure defined by: 

five nucleotides forming a first side of a first double stranded region; 
5 four nucleotidesvforming a first end loop region; 

five nucleotides forming a second side of said first double stranded region; 
three nucleotides forming a first side of a first internal loop region; 
five nucleotides formuig a first side of a second double stranded region; 
one nucleotide formingya first side of a second internal loop region; 
1 0 six nucleotides forming a first side of a third double stranded region; 

eight nucleotides formingVi second end loop region; 

six nucleotides forming a second side of said third double stranded region; 
one nucleotide forming a second side of said second internal loop region; 
five nucleotides forming a second suje of said second double stranded region; 
15 two nucleotides forming asoe(md side of said first internal loop region; 

three nucleotides forming aVirsHdde of a fourth double stranded region; 
five nucleotides forming athird end loop region; and 

three nucleotides forming a sfeeofiAsfcfe of said fourth double stranded region. 



2. The RNA of claim 1 wherein said nucleotides forming said first side of said second 
20 double stranded region are of the sequence AAANU, AAAAU, or AAAUU and said 

nucleotides forming said second side of said second doubled stranded region are of the 
sequence GNUNN, GUUUU, GGUUU, GGUGU, or GGUUC. 

3. The RNA of claim 1 wherein said nucleotide forming said first side of said second 
internal loop region is U and said nucleotide forming said second side of said second internal 

25 loop region is N, U or C. 

4. The RNA of claim 1 wherein said nucleotides forming said first side of said third 
double stranded region are of the sequence UAUA1JU and said nucleotides forming said 



o 
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second side of said third doubled stranded region are of the sequence NAUNNA, GAUAUA, 
AAUGUA, GAUG^A, or GAUGUA. 

5. The RNA of cl^m 1 wherein said nucleotides forming said second end loop region are 
of the sequence UAUU^UUN, UAUUUUUU, UAUUGUUG, or UAUUUUUG. 

5 6. The RNA of clairt^ 1 wherein said nucleotides forming said first side of said first 
internal loop region are of t^e sequence UUU and said nucleotides forming said second side 
of said first internal loop region are of the sequence NC, CC, GC, UC, or AC. 



7. The RNA of claim 1 wherein said nucleotides forming said first side of said fourth 

\ 

double stranded region are of the>sequence UAN, UAC, or U AA and said nucleotides forming 
10 said second side of said fourth doubled stranded region are of the sequence NUA, GUA, or 
CUA. 



8. The RNA of claim 1 whereimsaid nucleotides forming said third end loop region are 
of the sequence CUNUU, CUUUU, ^petJAUU. 

9. The RNA of claim 1 comprising a portion of interleukin-2 RNA. 
15 10. The RNA of claim 1 comprising a portion of the 3' UTR of interleukin-2 mRNA. 



11. A purified and isolated RNA comprising a joined sequence of nucleotides having 
secondary structure defined by: 

five nucleotides forming a first siddof a first double stranded region; 

four nucleotides forming a first end loop region; 
20 five nucleotides forming a second side of said first double stranded region; 

three nucleotides forming a first side ©f a first internal loop region; 

five nucleotides forming a first side ofia second double stranded region; 

one nucleotide forming a first side of alsecond internal loop region; 

six nucleotides forming a first side of althird double stranded region; 
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eight nucleotides forming a second end loop region; 

six nucleotides farming a second side of said third double stranded region; 
one nucleotide forcing a second side of said second internal loop region; 
five nucleotides forming a second side of said second double stranded region; 
5 two nucleotides formiW a second side of said first internal loop region; 

three nucleotides formirrg a first side of a fourth double stranded region; 
five nucleotides forming athird end loop region; and 

three nucleotides forming a\second side of said fourth double stranded region. 

12. The RNA of claim 1 1 whereimsaid nucleotides forming said first side of said second 
10 double stranded region are of the sequence AAANU, AAAAU, or AAAUU and said 

nucleotides forming said second side af said second doubled stranded region are of the 
sequence GNUNN, GUUUU, GGUUU, fflGUGU, or GGUUC. 

13. The RNA of claim 1 1 wherein said\p.ucleofide forming said first side of said second 
internal loop region is U and said nuc]^6[ide\forming said second side of said second internal 

1 5 loop region is N, U or C. 

14. The RNA of claim 1 1 wherein [said niclp^tides forming said first side of said third 
double stranded region are of the sequence LMUAUU and said nucleotides forming said 
second side of said third doubled stranded regiojp are of the sequence NAUNNA, GAUAUA, 
AAUGUA, GAUGCA, or GAUGUA. 



20 15. The RNA of claim 1 1 wherein said nucleotides forming said second end loop region 
are of the sequence UAUUNUUN, UAUUUUu{j, UAUUGUUG, or UAUUUUTJG. 



16. The RNA of claim 1 1 wherein said nucleotides forming said first side of said first 
internal loop region are of the sequence UUU and said nucleotides forming said second side 
of said first internal loop region are of the sequence NC, CC, GC, UC, or AC. 
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17. The RNA of claim 1 1 wherein said nucleotides forming said first side of said fourth 
double stranded region ar^of the sequence U AN, UAC, or U AA and said nucleotides forming 
said second side of said fourth doubled stranded region are of the sequence NUA, GUA, or 
CUA. ^ 

5 1 8. The RNA of claim 1 1 wherein said nucleotides forming said third end loop region are 
of the sequence CUNUU, CUUUU, or CUAUU. 



19. The RNA of claim 1 1 comprising a portion of interleukin-2 RNA. 

20. The RNA of claim 1 1 comprising a portion of the 3* UTR of interleukin-2 mRNA. 

21. An in silico RNA comprising a joined sequence of nucleotides having secondary 
10 structure defined by: 

five nucleotides forming a first sidi of a first double stranded region; 
four nucleotides forming a first enduoop region; 

five nucleotides forming a secoryi-'Sifle af said first double stranded region; 
three nucleotides forming a first siptepf a first internal loop region; 
15 five nucleotides forming a first Jde oia^sec^d double stranded region; 

one nucleotide forming a first sMe^ef-ansecond internal loop region; 
six nucleotides forming a first side of aUhird double stranded region; 
eight nucleotides forming a second end loop region; 

six nucleotides forming a second side on said third double stranded region; 
20 one nucleotide forming a second side of paid second internal loop region; 

five nucleotides forming a second side off said second double stranded region; 
two nucleotides forming a second side oflsaid first internal loop region; 
three nucleotides forming a first side of atfourth double stranded region; 



five nucleotides forming a third end loop 
25 three nucleotides forming a second side of 



egion; and 

said fourth double stranded region. 
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22. The RNA of claim 21 wherein said nucleotides forming said first side of said second 



cla^n 



double stranded region v ^re of the sequence AAANU, AAAAU, or AAAUU and said 

. \ 

nucleotides forming said v second side of said second doubled stranded region are of the 
sequence GNUNN, GUUUU, GGUUU, GGUGU, or GGUUC. 



5 23. The FIN A of claim 21 wherein said nucleotide forming said first side of said second 
internal loop region is U and saidt^ucleotide forming said second side of said second internal 
loop region is N, U or C. 

24. The RNA of claim 21 wherein said nucleotides forming said first side of said third 
double stranded region are of the sequence UAUAUU and said nucleotides forming said 

1 0 second side of said third doubled strande^ region are of the sequence NAUNNA, GAUAUA, 
AAUGUA, GAUGCA, or GAUGUA. 

25. The RNA of claim 21 wherein said nucleotides forming said second end loop region 
are of the sequence UAUUNUUN, UAUUuAuU^UAUUGUUG, or UAUUUUUG. 

26. The RNA of claim 21 wherein saili 4«Tc^eoticl^s forming said first side of said first 
1 5 internal loop region are of the sequence Uy^aaA'said nucleotides forming said second side 

of said first internal loop region are of the sequence NC, CC, GC, UC, or AC. 

27. The RNA of claim 21 wherein said nucleotides forming said first side of said fourth 
double stranded region are of the sequence UAN, UAC, or UAA and said nucleotides forming 
said second side of said fourth doubled stranded region are of the sequence NUA, GUA, or 

20 CUA. 

28. The RNA of claim 21 wherein said nucleotides farming said third end loop region are 
of the sequence CUNUU, CUUUU, or CUAUU. 



29. The RNA of claim 21 comprising a portion of int$rleukin-2 RNA. 



o 
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30. The RNA of claim 21 cc^^^si^g a portion of the 3' UTR of interleukin-2 mRNA. 

31 . An RNA comprising the consensus sequence UAUUUAUUUAAAUAUUUAA 

A NUUU A'U A U UU A UUNUUN N A UNN A N G NUN NN C U AN C UN UUN U A and having a 
first double stranded region, a first end loop region, a first internal loop region, a second 
double stranded region, a second internal loop region, a third double stranded region, a second 
end loop region, a fourth doble stranded region, and a third end loop region. 



32. An in silico representationjofan RNA fragment that is conserved across at least two 

species comprising the sequence ^^UUUAUU^ 

A UUNUUNN A UNN AN G NUN N\N G U AN C UNUUNU A . 

\ 

\ 

10 33. A purified and isolated RNA fragment that is conserved across at least two species 

comprising the sequence UAUUUAUUUAAAUAUUUAAANUUU 

\ 

NNAUNNANGNUNNNCUANCUNUUNUA. 

v 

\ 

34. A purified and isolated RNA fragment comprising the human sequence 
UAUUUAUUUAAAUAUUUAAAUU^ 
1 5 CUACCUAUUGUA. \ 



35. An RNA comprising adjoined sequence of at least thirty-two but not more than seventy 
nucleotides and having secondary structure defined by: 

five nucleotides forming k^first side of a first double stranded region; 

one nucleotide forming a fii^t side of a first internal loop region; 
20 six nucleotides forming a firsV^^ double stranded region; 

eight nucleotides forming firsV er^Hoop region; 

six nucleotides forming a aee<5nd^ide of said second double stranded region; 
one nucleotide forming a siqofl'chSiffe of said first internal loop region; and 
five nucleotides forming a second sifle of said first double stranded region. 
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36. The RNA of claim 35 wherein said nucleotides forming said first side of said first 
double stranded region re of the sequence AAANU, AAAAU, or AAAUU and said 
nucleotides forming said second side of said first doubled stranded region are of the sequence 
GNUNN, GUUUU, GGUlhj, GGUGU, or GGUUC. 

5 37. The RNA of claim 35\wherein said nucleotide forming said first side of said first 
internal loop region is U and sa\d nucleotide forming said second side of said first internal 
loop region is N, U or C. 

38. The RNA of claim 35 wherein said nucleotides forming said first side of said second 
double stranded region are of the sequence UAUAUU and said nucleotides forming said 

10 second side of said second doubled stranded region are of the sequence NAUNNA, 
GAUAUA, AAUGUA, GAUGCA, orGAUGUA. 

39. The RNA of claim 35 wherein sain nucleotides forming said first end loop region are 
of the sequence UAUUNUUN, UAUUUWUU, UAUUGUUG, or UAUUUUUG. 



40. The RNA of claim 35 comprising ^portion of interleukin-2 RNA. 



15 41 . The RNA of claim 35 comprising i p&rtion^Tthe 3' UTR of interleukin-2 mRNA. 

42. A purified and isolated RNA comprising a joined sequence of nucleotides having 
secondary structure defined by: 

five nucleotides forming a first side of aVfirst double stranded region; 

one nucleotide forming a first side of a first internal loop region; 
20 six nucleotides forming a first side of a second double stranded region; 

eight nucleotides forming a first end loop region; 

six nucleotides forming a second side of sard second double stranded region; 
one nucleotide forming a second side of saicfi first internal loop region; and 
five nucleotides forming a second side of saiq first double stranded region. 
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43. The RNA of claim 42 wherein said nucleotides forming said first side of said first 
double stranded region arfe of the sequence AAANU, AAAAU, or AAAUU and said 
nucleotides forming said secpnd side of said first doubled stranded region are of the sequence 
GNUNN, GUUUU, GGUUl\ GGUGU, or GGUUC. 



\, 



44. The RNA of claim 42 wdierein said nucleotide forming said first side of said first 
internal loop region is U and saic^nucleotide forming said second side of said first internal 
loop region is N, U or C. 



45. The RNA of claim 42 wherein said nucleotides forming said first side of said second 
double stranded region are of the sequence UAUAUU and said nucleotides forming said 

10 second side of said second doubled \ stranded region are of the sequence NAUNNA, 
GAUAUA, AAUGUA, GAUGCA, or GAUGUA. 

46. The RNA of claim 42 wherein said nucleotides forming said first end loop region are 



of the sequence UAUUNUUN, UAUU 



47. The RNA of claim 42 comprisir 



J, U/AUUGUUG, or UAUUUUUG. 



m of interleukin-2 RNA. 



15 48. The RNA of claim 42 comprising a portion of the 3' UTR of interleukin-2 mRNA. 



49. An in silico RNA comprising a joine^ sequence of nucleotides having secondary 
structure defined by: 

five nucleotides forming a first side of al first double stranded region; 

one nucleotide forming a first side of a f\rst internal loop region; 
20 six nucleotides forming a first side of a second double stranded region; 

eight nucleotides forming a first end loopvregion; 

six nucleotides forming a second side of said second double stranded region; 
one nucleotide forming a second side of said first internal loop region; and 
five nucleotides forming a second side of said first double stranded region. 



IBIS-0171 -216- PATENT 

50. The RNA of claim 49 therein said nucleotides forming said first side of said first 
double stranded region are of tne sequence AAANU, AAAAU, or AAAUU and said 
nucleotides forming said second side of said first doubled stranded region are of the sequence 
GNUNN, GUUUU, GGUUU, GGUGU, or GGUUC. 

5 51. The RNA of claim 49 wherein leaid nucleotide forming said first side of said first 
internal loop region is U and said nucleo\ide forming said second side of said first internal 
loop region is N, U or C. 

52. The RNA of claim 49 wherein said nucleotides forming said first side of said second 
double stranded region are of the sequence LMUAUU and said nucleotides forming said 

10 second side of said second doubled strandeq region are of the sequence NAUNNA, 
GAUAUA, AAUGUA, GAUGCA, or GAU( 

53. The RNA of claim 49 wherein saidnkelsotifaes forming said first end loop region are 
of the sequence UAUUNUUN, UAUUUUUU, UAUUGUUG, or UAUUUUUG. 

54. The RNA of claim 49 comprising a portion oninterleukin-2 RNA. 

1 5 55. The RNA of claim 49 comprising a portion of thp 3 1 UTR of interleukin-2 mRNA. 

56. An RNA comprising\he consensus sequence AAANUUUAUAUUUAUUNUUN 
NAUNNANGNUNN and havmg a first double stranded region, a first internal loop region, 
a second double stranded regionXand an end loop region. 



57. An in silico representation ©f^i-Rli{A fragment that is conserved across at least two 
20 species comprising the sequenc^AAA^l^AUAUUU 



58. A purified and isolated RNA fragment that is conserved across at least two species 
comprising the sequence AAANUUUAUAUUUAUUNU^ 
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^V59. A purified and isolated ^RNA fragment comprising the human sequence 
^) / AAAUUUUAUAUUUAUUGUUGA^JGUAUGGUUU. 

60. An RNA Vomprising a joined sequence of at least forty-three but not more than 
seventy nucleotides\and having secondary structure defined by: 
5 six nucleotide^ forming a first side of a first double stranded region; 

three nucleotid^ forming a first side of a first internal loop region; 

six nucleotides forming a first side of a second double stranded region; 

four nucleotides for*ping a first end loop region; 
\ 

six nucleotides forming a second side of said second double stranded region; 
10 two nucleotides forming a second side of said first internal loop region; 

six nucleotides forming asecond side of said first double stranded region; 

one nucleotide forming a t^zlge between said first double stranded region and a third 
double stranded region; 

two or four nucleotides forming a first side of a third double stranded region; 
15 three nucleotides forming a second end loop region; and 

two or four nucleotides formina a second side of said third double stranded region. 



61. The RNA of claim 60 wherein sald^lucleotides forming said first side of said first 
double stranded region are of the sea«€nce NTSTUNNN, JSAUAAA, UAUAAA, or UCUGUU 
and said nucleotides forming said second sicte o£s£id first doubled stranded region are of the 

20 sequence UNUNNN, UUUGUA, U^GUAW UUUUGU. 

62. The RNA of claim 60 wherein said nucleotide forming said first side of said first 
internal loop region is NNN, UAU, CUA, or CAjU and said nucleotide forming said second 
side of said first internal loop region is UU. 

63. The RNA of claim 60 wherein said nucleotides forming said first side of said second 
25 double stranded region are of the sequence NGAUCN, GGAUCU, or AGAUCA and said 

nucleotides forming said second side of said secona doubled stranded region are of the 
sequence NGAUNC, AGAUUC, UGAUCC, or UGAUUC. 
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64. The RNA of claim 60 whereiksaid nucleotides forming said first side of said third 
stem region are of the sequence N(or\bsent)N(or absent)CC, GCCC, or CC and said 
nucleotides forming said second side of saicNhird stem region are of the sequence NNNN, 
GGGC, or GCGU. ^ 



65. The RNA of claim 60 comprising a portion of interleukin-2 RNA. 

\ 

66. The RNA of claim 60 comprising a portion of the 3' UTR of interleukin-2 mRNA. 

\ 

\ 

\ 

67. A purified and isolated RNA ^comprising a joined sequence of nucleotides having 
secondary structure defined by: \ 

six nucleotides forming a first side of a first double stranded region; 
three nucleotides forming a first side of a first internal loop region; 
six nucleotides forming a first sideW a second double stranded region; 
four nucleotides forming a first end loop region; 

six nucleotides forming a second side of said second double stranded region; 
two nucleotides forming a second sidaof said first internal loop region; 
six nucleotides forming a second side of said-first double stranded region; 



one nucleotide forming a bulge betw< 
double stranded region; 



emsaid first double stranded region and a third 



two or four nucleotides forming a firs^kik^rf a third double stranded region; 
three nucleotides forming a second end loob region; and 

two or four nucleotides forming a second sice of said third double stranded region. 

68. The RNA of claim 67 wherein said nucleotides forming said first side of said first 
double stranded region are of the sequence NNUNNN, GAUAAA, UAUAAA, or UCUGUU 
and said nucleotides forming said second side of said fipst doubled stranded region are of the 
sequence UNUNNN, UUUGUA, UCUGUA, or UUUUGU. 



\ 



+ 
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69. The RNA of claim 67 wherein said nucleotide forming said first side of said first 
internal loop region is NNN, UA1J, CUA, or CAU and said nucleotide forming said second 
side of said first internal loop regio^isJJU" 

70. The RNA of claim 67 whereiVsa^d j^u^leotides forming said first side of said second 
double stranded region are of the sequence NGAUCN, GGAUCU, or AGAUCA and said 
nucleotides forming said second side of said second doubled stranded region are of the 
sequence NGAUNC, AGAUUC, UGAUCC, oiUJGAUUC. 

71. The RNA of claim 67 wherein said nucleotides forming said first side of said third 
stem region are of the sequence N(6r absent)N(or absent)CC, GCCC, or CC and said 

10 nucleotides forming said second side of s^jd third stem region are of the sequence NNNN, 
GGGC, or GCGU. 



72. The RNA of claim 67\^omprising a portion of interleukin-2 RNA. 

73. The RNA of claim 67 comprising a portion of the 3' UTR of interleukin-2 mRNA. 

74. An in silico RNA comprising a joined sequence of nucleotides having secondary 
1 5 structure defined by: 

six nucleotides forming a first side of a first>iouble stranded region; 

three nucleotides forming a first side ofa first internal loop region; 

six nucleotides forming a first si^Wa^cond double stranded region; 

four nucleotides forming a first>end lcmo^pgion; 
20 six nucleotides forming a second sifle oY saids^econd double stranded region; 

two nucleotides forming a seconcTstfe^^said first internal loop region; 

six nucleotides forming a second side of said first double stranded region; 

one nucleotide forming a bulge between sai<^ first double stranded region and a third 
double stranded region; 
25 two or four nucleotides forming a first side of k third double stranded region; 

three nucleotides forming a second end loop region; and 
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two or four nucleosides forming a second side of said third double stranded region. 

75. The RNA of claim 74 ^herein said nucleotides forming said first side of said first 
double stranded region are of the sequence NNUNNN, GAUAAA, UAUAAA, or UCUGUU 
and said nucleotides forming said second side of said first doubled stranded region are of the 

5 sequence UNUNNN, UUUGUA, UCUGUA, or UUUUGU. 

76. The RNA of claim 74 wherein^d'^iucleotide forming said first side of said first 
internal loop region is NNN, UAU, CUA, opCAU and said nucleotide forming said second 
side of said first internal loop region \s UU. \ 

VP 

77. The RNA of claim 74 wherein said nucleotides forming said first side of said second 
1 0 double stranded region are of the sequence NGAWCN, GG AUCU, or AGAUCA and said 

nucleotides forming said second side of said second doubled stranded region are of the 
sequence NGAUNC, AGAUUC, UGAUCC, or UGAyUC. 

\. 78. The RNA of claim 74 wherein said nucleotides forming said first side of said third 
/ stem region are of the sequence TW(or absent)N(or absent)CC, GCCC, or CC and said 
As nucleotides forming said second side o^said third stem region are of the sequence NNNN, 
GGGC, or GCGU. 

\ 

79. The RNA of claim 74 comprising^ portion of interleukin-2 RNA. 

80. The RNA of claim 74 comprising a^pofeion of the 3' UTR of interleukin-2 mRNA. 

81. An RNA comprising th^consensus sequence NN1JNNNNNNNGA 

20 NNGAUNCUUUNU absent)CCNNNNNNN and having a first 

double stranded region, a first^iTfernaJ loop region, a second double stranded region, and a 
first end loop region, a third id Qiibj e stranded region, and a second end loop region. 

\ \ 
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82. An in silico representation of an RNA fragment that is conserved across at least two 
species comprising the sequence NNU NN NNN N'N G A U CNUNNNN G A U N C UUU N U 
NNNAN(or absent)N(or absent)CCNNNNNNN. 

\ 

\ 

83. A purified and isolated RNA fragment that is conserved across at least two species 
comprising the sequence N NUNNN NNNN G AU C NUN NNNG A U N C UUUNU 
NNNAN(or absent)N(or absent)CCNNNNNNN . 



84. A purified and isolated FUNA^fragraent comprising the human sequence 
UAUAAAUAUGGAUCUUUUAUGAU^^ 



85. A purified and isolated RNA fragment comprising the mouse sequence 
0 GAUAAAUAUGGAUCUUUAAAGAUUC 

86. A purified and isolated RNA fragments comprising the rat sequence 
GAUAAAUAUGGAUCUUUAAAGAUUCUUUUUGUAAGCCCCAAGGGC. 



87. An RNA^omprising a joined sequence of at least twenty-nine but not more than 
seventy nucleotides\nd having secondary structure defined by: 
5 five nucleotidesN^brming a first side of a first double stranded region; 

four nucleotides fonjiing a first side of a first end loop region; 
five nucleotides forming a second side of said first double stranded region; 
two nucleotides forming^ bulge between said first double stranded region and a 
second double stranded region; 

\ 

five nucleotides forming a firsiNside of a second double stranded region; 

\ 

three nucleotides forming a second end loop region; and 
five nucleotides forming a second sicle of said second double stranded region. 



88. The RNA of claim 87 wherein said nucleotides forming said first side of said first 

\ 

double stranded region are of the sequence NNNGX, UAAGA, AAAGA, UAUGA, or 

\ 
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" ^UUUGA and said nucleosides forming said second side of said first doubled stranded region 
ire of the sequence GNGNN>GGGCU, or GCGUG. 



89. The RNA of claim 87 wherein said nucleotides forming said first end loop region are 
of the sequence UNCU, UUCU, or UCCU. 

5 90. The RN A of claim 87 wherein said nucleotides forming said first side of said second 
double stranded region are of the sequence AGCCC and said nucleotides forming said second 
side of said second doubled stranded region are of the sequence GNGNN, GGGCU, or 
GCGUG. 

91 . The RNA of claim 87 wherein said nucleotides forming said second end loop region 
10 are of the sequence NAN, UAC, UAG, CAA, or UAA. 

92. The RNA of claim 87 comprising a portion of interleukin-2 RNA. 

93. The RNA of claim 87 comprising a portion of the 3' UTR of interleukin-2 mRNA. 



94. A ouri and isolated RNA comprising a joined sequence of nucleotides having 
\ 

secondary structure oe fined by: 
1 5 five nucleotides ^forming a first side of a first double stranded region; 

four nucleotides fonhing a first side of a first end loop region; 
five nucleotides forming^ second side of said first double stranded region; 
two nucleotides forming aN^ulge between said first double stranded region and a 
sep<5nd double stranded region; 

five nucleotides forming a first side of a second double stranded region; 
three nucleotides forming a second eiid loop region; and 
five nucleotides forming a second side onsaid second double stranded region. 




95. The RNA of claim 94 wherein said nucleotideVforming said first side of said first 
double stranded region are of the sequence NNNGA, U^lAGA, AAAGA, UAUGA, or 
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UUUGA and said nucleotides forming said second side of said first doubled stranded region 
are of the sequence GNGNN^GGGCU, or GCGUG. 

\ 

96. Tire RNA of claim 94 wherein said nucleotides forming said first end loop region are 
of the seque\e UNCU, UUCU, or UCCU. 

97. The RNA df claim 94 wherein said nucleotides forming said first side of said second 
double stranded regio\are of the sequence.AGCCC and said nucleotides forming said second 
side of said second doubled strarfcied region are of the sequence GNGNN, GGGCU, or 
GCGUG. 




98. The RNA of claim 94 wherein said nucleotides forming said second end loop region 
1 0 are of the sequence NAN, U AC, U AG\C AA, or U AA. 

99. The RNA of claim 94 comprising a portion of interleukin-2 RNA. 

100. The RNA of claim 94 comprising a portiorrof the 3' UTR of interleukin-2 mRNA. 



101. An in silico R^sTA comprising a joined sequence of nucleotides having secondary 
structure defined by: 
1 5 five nucleotides foiling a first side of a first double stranded region; 

four nucleotides formnig a first side of a first end loop region; 
five nucleotides forming^ second side of said first double stranded region; 
two nucleotides forming aNjulge-i5etween said first double stranded region and a 
second double stranded region; 
20 five nucleotides forming, a -first side of a second double stranded 

three nucleotides forrningNassecQjia^nd loop region; and 

five nucleotides forming a second siote of said second double stranded region. 



region; 



102. The RNA of claim 101 wherein said nucleotides forming said first side of said first 
double stranded region are of the sequence NNNGA, UAAGA, AAAGA, UAUGA, or 



# 
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UUUGA and said nucleotides forming said second side of said first doubled stranded region 
are of the sequence GNGNN, GGGCU, or GCGUG. 

\ 

1 03. The RNA of claim 1 Ql wherein said nucleotides forming said first end loop region are 
of the sequence UNCU, UUC\J, or UCCU. 



5 104. The RNA of claim 101 wherein said nucleotides forming said first side of said second 
double stranded region are of the sequence AGCCC and said nucleotides forming said second 
side of said second doubled strande^ region are of the sequence GNGNN, GGGCU, or 
GCGUG. 



1 05. The RNA of claim 101 wherein saidLnucleotides forming said second end loop region 
1 0 are of the sequence NAN, UAC, UAG\CAA, opUAA. 

106. The RNA of claim 101 comprising a portion of interleukin-2 RNA. 

107. The RNA of claim 101 comprising a portion of the 3' UTR of interleukin-2 mRNA. 



1 08. An RNA comprising ^consensus sequence NNNGAUNCUUUNNGUAAGCC 
CNANGNGNN and having a first double stranded region, a first end loop region, a second 

1 5 double stranded region, and a second end loop region. 

\ 

\ 

1 09. An in silico representation of api>RNA fragment that is conserved across at least two 
species comprising the sequence NNNG\&0NCHU^ 




110. A purified and isolated RNA fragrnent that is conserved across at least two species 
comprising the sequence NNNGAUNCUUUNN^UAAGCCCNANGNGNN. 

20 111. A purified and isolated RNA fragment comprising the human sequence 
UAUGAUUCUUUUUGUAAGCCCUAGGGGCU. \ 
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\ 

112. A purified and isolated RNA fragment comprising the mouse sequence 



AAAGAUUCUUUUUGUAAGCCCCAAGGGCU. 




113. A purified and isolated ^RrN"^ fragment comprising the rat sequence 
AAAGAUUCUUUUUGUAAGCCCCAAQGGCU. 



field & 



